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Expression profiles of T cell factor 3 in non-small cell lung cancer tissues
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[ Abstract | Objective To determine the expression profiles and distribution of T cell factor-3 (TCF-3)
in non-small cell lung cancer (NSCLC). Methods TCF-3 expression was examined in 50 NSCLC tissue
specimens and their corresponding normal lung specimens by immunohistochemical assay (S-P method). The
mRNA levels of TCF-3 were detected in 5 cell lines of NSCLC ( A549, H460, H226, H520 and SK-MES-1
cell lines ) and 2 human normal bronchial epithelial cell lines ( HBE and BEP-2D cell lines) by real-time
fluorescence quantitative PCR. The protein level of TCF-3 gene in the cell lines was detected by Western
blotting. Results  Among the 50 lung cancer specimens, 24 samples showed high expression of TCF-3
(48% ) , and 22 samples had the expression both in the cytoplasm and nuclei. But no TCF-3 expression was
detected in 50 corresponding normal lung specimens. The expression of TCF-3 was found at mRNA and protein
levels in the cell lines A549, H520, HBE, and BEP-2D. Conclusion TCF-3 is expressed in the NSCLC
tissue as well as cell lines. TCF-3 protein is located in the nuclei and cytoplasm, but mainly in the former.
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5 RARZINAN 200 6 28 23501 by N i et 200 fig & NCI-
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10% A4 LR a0 1640 B3k, T4 0.5% CO, [ 37 C
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TCF-3 $ii4& g B Cell Signaling Technology ( CST) ,
TR A O AU & DAB B . (437
&0 AP A2 e A BOR A ], TRIzol BRI L
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4 wm JBEREEZY) R, 60 CHE 5, L AR,
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BE T ALETIE BT, DG I IRBE . RS OLER AT B 20
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HBAPEC+ +),9 ~ 12 70 s BHPEC + + +) 6
1.3 sabss k% PCR

AR E BT S0 (25 em® K/N) HK & 70% ~
80% ZiA7, JH PBS ¥ Uk 2 WK, B4 2 &M K 4r, A
1 mL TRIzol 27, $2 HCAH ML S RNA A4 A 4 1k B
P T o AR I AR I AE A B RNA ¥R BE, iir
P D(260)/D(280) L7 1.8 ~2.0 Z[H],
FIH e 350 £ 45 31 cDNA, SER 2 i it PCR 5]
W F A 4y B k. TCF-3 E 514 5'-GCGGTCCTCT-
GAAATGGTT-3", F #5814 5'-TCTGGGATTGTGAAGG-
GATG-3', HARERAEH VLA 15 2R HEAT
1.4 Western blot

H 25T MR IR T Ak T X BO0 AR Y A
SR, BCA IRIE S IR B . 4% 4 LIRBUIMALS x
- #F Buffer 5B & A, B E A EAE 60 g
47 10% SDS-PAGE % it UK % 1S .5 % JIE A 93 4 4
P42 h, Ji—4t TCF-3(1:1 000 ffi k%) F 4 CHEE LR,
TBST ¥ 10 min x5 ¥, i1 —HrF=EHEIFE 1 h, 75 TBST
Uk 10 min x4 Y, A7 R OGIUR O , 3 1 BRI SR I i
A&
1.5 %itsik

% FH SPSS statistics 17. 0 #4420, SL 56 45 5 DA
x x5 FNCRARITRE o TSI, R
JKHE o« =0.05,

2 HR

2.1 TCF-3 MR R I 5 4P o A
TCF-3 15 Jifi Ji 40 M b 3k, Rk RNy 48% (24/
50) , 40 A% 55 A M TR 3Rk, AR A% SRkl IE R
A A PR WKL (K 1), i dh RiERN
36.84% (7/19) , g h 36358 K 51.72% (15/29) , %
FHRITR S #4708 P =1.02 >0. 05, 22 R L4 it2%
B, U B TCF-3 75 fifi i 968 A0 % 9 vh R IA 0 22 R
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W3R, BILERAE 14 Ct{EZ[A], LN GAPDH

VER NS IE A PG B (E Ct, 738 ACt, LUIE
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%M Quantity One 7341 Western blot 25 5, an & 3
fff 7~ TCF-3 {F A549 .BEP-2D .HBE  H520 Hh3&ik, #£
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Hr L T AE H226 SK-MES-1 H460 R L1k,

I 2 3 4 5 6 7
TCF-3(78x10)—> S - .U

GAPDH(36x10°)— e s S——
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TCF/LEF 3 — ZR 51 LD 1) 5% 53R S B R, T e 57
WG S5 T ZF MmN kKRR, %5 H 7 TCF/
LEF %5 445 TCF-1 . TCF-3 ,TCF4 D) )% LEF, TCF/
LEF J& 2281 Wnt 38 R U7 9 5 200 4 1, HL A& L)
PTTIRE, M= Wat Sl BLET, 400N B-catenin 55
Axin/GSK-3B/APC W18 & I g, TCE/LEF 5%
SEANH B CBP Grouch Jz CtBP Z54H H.A/E FH , # il 2
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SRS S o SR 24 Wt B ICTE I, R B Y B-
catenin JE AL N5 Z 454, T2 Wt $EIEH 956 5%,
T VR 0 M ) 38 5 5 0 Ak o AT ST 26 1, Wnt
AT RES 5 I 0 2k R B BT Wt S B
1 5 A% 5% S R T TCF/LEF 1 365K A B A 2
MIE Lo TCF-3 J& Wnt il B P RN 72—, H
I E NS 20 L TCF-3 FE i Hh 3238 1 40E

ST UL BRI ARSZE 1 SRk H S0 il RAR /N
JRL e B A B G T 98 55 40 S Sl X B, SR A e 4
AR TCF-3 7 il 20 ZUK V-1 B 00, FeA T A 30
TCF-3 TEfilif b A 22k, FRIB 3 48% (24/50) , 1M
TEIE R o7 AU ok L3RGk . 24 {51 FH % R 3k TCF-3
(4 il R A o 20 A% S AR o e ek 22 ], HLLAA
MRB N T Gttt k], TCF-3 KikiEil 5
SR R B 2H 2R A Y O3 0 TR AR A 0 LA
LA TME LRI (P >0.05) . IR ATHIDIE
52 TCF-3 fefifim A h ik,

Sy 2EWF5E TCF-3 e/ NN A i vh i ek K
PO, A SIS Fh{E /N il 40 0 3% , A K
2 FAES ASCRUE AR, SR PO E & PCR ££
AR K Western blot, 735l A mRNA FI%E (5 7K SEA&: ] TCF-3
TEAML R I FA O . 28 % B, TCF-3 mRNA JK-F
TEA MR Z A Rk A —2, TENili i H226 5 H520
Tk fi e s TEMT R AS49 Rk /KRS I T 898 s 12
IEH AN CRE B 4L & HBE 1 BEP-2D b i Bi
FIK  TEMT iR SK-MES-1 41 g & K40 fitd fili 9% H460 rh
FARIAR, SRR & I, T ] — 4 27 R 4 i
Z 1 TCF-3 kK Pt A —5, in7e H226 \H520
mRNA 7K B i 5 F SK-MES-1, 22 R 4t it 24 & L
(P<0.05),

HAE Western blot #6103, TCF-3 1 7 Fp 41 g v
B H RPN TEIE R A SCE B 4] BEP-2D
kg, HBE Hyk , H520 M A549 f& b 78 H226
SK-MES-1 .H460 p & I35, 5 mRNA FiEKEAKR
Fr6, T RE S BE AL SR A0R B 1 B S I 1 Mk i
HARD,

WAL, FATT A B TCF-3 75 fili 98 25 2 v S i
FEANMLZR AT 08, [ FeAT T & B TCF3 7R 1k S0
B An I 2Rk, HAR M AR Z B Y 2Rk K
HA—2, W12 Tk 7 TCF-3 7 Jifidis v ) 235 53 A 1
Lo TCF-3 Jj& Wnt i & T ¢ 0 8 e sk I, BRAE 5%
AN TCF-3 i3 5 B-catenin 4545, EBIEIE Wnt 18 §%
AR AR , AT A 45 Wt 380 [ R 45 40 i 4 A
LT rIVE R . SR M B BT WF 58 & B, TCF-3 7] BB 2 Ji

HSEgPE | TCF4 5 B-catenin 454 & % T Wnt
R 1 F IR BT R, TCF-3 76 i 98 % 6
HRVE T A BB . 455 s Al g 2R, AT R B
TCF-3 TEAB 3 il e 2H b e 3k, T 70988 55 40 g vh o 3%
ik, 47K TCF-3 AT R I it 2 B 1A T, 2K T 44
L ZR P2 RS RS AR S, Il 9E 4 & Hh TCF-3
FEHRIXERT IR SUE E b TCR-3 HE#R
ik, $27R TCF-3 TTREZ: SNl Fa il A A= o R, ey
fif T TCF-3 [k 5 il 9 1) & A R R I 15 A A oG
P R AT AP AR DG, 5 238 ad Nk 5~ RNA 4L TCF-3 5%
IR it 5A TCF-3 DIgE—E5%
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